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Structural characterization of conformational transition of amyloid beta
peptide promoted on ganglioside clusters
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In this study, solid-state nuclear magnetic resonance spectroscopy has
elucidated the membrane-induced conformation of amyloid (AP ), in which the disordered N-terminal
segment is followed by the stable C-terminal B strand. The data obtained in this project provides
insights into the molecular processes of the conformational transition of AB coupled with its
assembly into parallel 3 structures.

Structural and kinetic analyses of the Flemish-type mutant (A21G) of AB (1-40) peptide were also
performed in comparison with the wild type to examine the possible effects of the A21G mutation on
the conformation of the AR (1-40) isoform. These findings suggest that the mutational perturbation
to the membrane binding properties is coupled with the changes in nucleation behavior of AR during
its fibril formation.
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