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We utilized C. elegans as a model organism to analyze temporal patterns of
pre-mRNA processing genome wide. We determined the half-lives of each intron as well as of each mRNA
in living multicellular organism. The half-lives vary from less than one minute to more than hours.
We determined features of iIntrons/mRNAs that correlated with the half-lives. This fundamental
information about the dynamics of pre-mRNA processing will help understanding regulation mechanisms
for tissue-specific alternative processing in C. elegans and higher organisms.
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