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Identification of beneficial genes on non-recombining regions by using heavy-ion
deletion mapping(Fostering Joint International Research)

Kazama, Yusuke
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Some plants have distinct male and female individuals. One of them, Silene

latifolia has XY-type sex chromosomes. We induced large deletions in the Y chromosome with heavy-ion
beams, and constructed a gene map of the Y chromosome based on the arrangement of the deleted
genes. Genoe sequencing of mutants with small deletions which have hermaphroditic flowers was
conducted to identify the candidate ?enes that suppress the development of pistil. On the other
hand, exhaustive gene expression analysis was carried out on large deletion mutants, revialing that
the expression levels of the X-linked genes were doubled if a specific Y chromosome region was
deleted. This result suggests that plant chromosomes have the gene dosage compensation which
balances the expression level of X chromosome gene uniform between male and female and that the
dosage compensation occurs immediately after loss of Y-linked genes.
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