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Although unreduced pollen of * Nishiuchi Konatsu’ Hyuganatsu can break
self-incompatibility followed by fertilization, its mechanism is not fully understood. In this
study, in order to obtain the knowledge for the genetic mechanism of self-incompatibility in citrus,

T2 RNases, which are known as female S determinant in some self-incompatible plant species, were
searched in the genome database of clementine mandarin. It was also found that there was one gene
showing the expression specific to the pistil of the flower. RNA-seq was conducted using RNAs from
styles of flowers from self-incompatible Hyuganatsu and its self-compatible mutant. As a result of
an analysis of differentially expressed genes, one T2 RNase was significantly downregulated in the
self-compatible mutant. In addition, styles of three self-incompatible citrus cultivars were used
for RNA-seq analysis to obtain some T2 RNases.
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