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Vaccines against periodontitis using DNA ORIGAMI and imidazoquinolines(Fostering
Joint International Research)
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Salivary immunoglobulin (secretory IgA antibodies) plays a role in
preventing oral infections such as periodontal disease. To induce secretory IgA into saliva is the
effective aﬁproach in the prevention and treatment of periodontal disease. Investigation of seeking
the genes that control the production of secretory IgA was conducted in this study, using ENU mouse
mutagenesis that can detect functional mutation in mouse genome. As a result, the mutation named “
Yummy” was isolated in the screen of the amount of the secretory IgA in mouse saliva. Genome-edited
mice ﬂit? yummy mutation was created and further study of the gene function of it is to be conducted

in the future.
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