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High Content Screening

A huge number of Autism risk genes have been identified by comprehensive
gene analysis such as all-exome analysis, and functional analysis of individual risk genes has been
advanced. However, the whole picture of the pathological condition drawn by a huge number of Autism
risk genes is elusive. The main reason seems to be the genetic heterogeneity of Autism patients.
This study aimed to establish an experimental system for comprehensive analysis at the cell level.
Therefore, we established an experimental system to measure the number of synapses of long-term
cultured cells counted with a High Content Screening machine.
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