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Anaéysis of bacterial community associated with rice cultivated under low input
condition

Kazuhiro, Sasaki

3,800,000

i i i Bacterial community associated with rice shoot became stable accompanied
with rice growing stage. Profiles of bacterial communities tended to convergence at late growing
stage. At each growing stage, there are no significant difference inpProfiles of bacterial

communities between varieties. Therefore, growing stage in rice could influence bacterial
communities.
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