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Tropical forests in Southeast Asia are known as one of the global centers of
species richness, and also as the area where forest loss is most rapid. However, it remains
uncertain how many species of vascular plants are there. Therefore, we conducted a new method of
molecular phylogenetic analysis for more than 10,000 vascular plant species collected from more than
100 research plots in Southeast Asia. Consequently, we discovered more than 100 new species and
newly recorded species in several countries.
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