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Studies on DSB ends which are strongly relevant to the biological effects of ion
particles

Shikazono, Naoya
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In order to deepen the understanding of the biological effects of ion
particles, we focused on the localization of DNA damage, especially at DSB ends. The dose
distribution calculation code was further improved to obtain information on precise positions of
ionizations and excitations, and the location of damage induced in DNA was simulated. In addition,
the localization of ion beam-induced DNA damage was clarified experimentally by the novel methods
based on fluorescence resonance energy transfer and single-molecule observation with an atomic force

microscope. From these studies, we gained valuable insights on the mechanism of biological effects
of ion particles.
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