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Deciphering the structural diversification mechanism by terpene synthase

Minami, Atsushi

14,700,000

Sesterterpene synthase identified from fungi are a class-1 terpene synthase,
which catalyzes the formation of macrocyclic rings fused with a cyclopentane moiety. The key
cyclization mechanism has been extensively studied through heterologous expression, mutational
analysis, and DFT calculations. The difference between cyclization mechanisms is consistent with
phylogenetic analysis of those sesterterpene synthases, suggesting that phylogenetic analysis
provides a useful guideline for the prediction of cyclization products. The generality of this
guideline was demonstrated by functional analysis of fungal sesquiterpene synthases.
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