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The molecule targeted therapy has been shown to be effective against various
cancers. One of the potential targets is a transcription factor because its mutation i1s known to be
frequently involved in cancer development. However, few drugs targeting transcription factors have

been available. We have aimed to develop anti-leukemic drugs targeting a transcription factor,
Runxl. Runxl is a master regulator of the blood cell development, and various mutations of Runxl
gene have frequently been found in acute myelogenous leukemia (AML) patients.

We have searched for compounds that could destabilize the regulatory region of Runx1-DNA binding
based on the molecular structure, and verified that some compounds have an ability to bind to Runxl
and inhibit DNA binding of Runxl. Furthermore, we have shown that these compounds could inhibit the
transcriptional activation ability of Runxl and decrease the cell-survival rate for the Kasumi-1 AML

cells with the Runxl mutation.
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