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Resent years, environmental problems such as exhaustion of fossil resources
and global warming are concerned. One of the solution is substance production from lignocellulosic
biomass by bioprocess. In this study, to produce cadaverine from xylooligosaccharide using
Corynebacterium glutamicum as a first step of cadaverine production from hemicellulose. Deregulation

of feedback regulation was evaluated and cadaverine productivity was improved by metabolic
engineering. Finally, we demonstrated direct cadaverine production from xylooligosaccharides.
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