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In this study, we aimed at development of a novel method using
phosphoproteomic and bioinformatics to identify therapeutic target kinases which are most suitable
for each patient and also overcome drug resistance. Patient derived cell lines (PDCs) were obtained
from Cetuximab sensitive/resistant colorectal cancer patients and Osimertinib sensitive/resistant
lung cancer patients. These PDCs were subjected to phosphoproteomic analysis. As a result, several
kinases were activated in Cetuximab and Osimertinib resistant PDCs, respectively. These activated
kinases are very different from patient to patient and it was suggested that inhibitors to those
kinases would be useful for individual patients. This method is considered to be very useful for
realizing Precision Medicine.
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