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Novel cancer immunotherapy targeting neoantigens in combination with epigenetics
and immune modulation
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Neoantigens were identified by NGS analysis in 4 cancer cell lines, YTN2,
YTN16, LLC1 and B16, that can be studied in tumor-bearing mice model. These 4 cell lines were
treated with DNMT inhibitors, 5-Azacytidine and Decitabine, and HDAC inhibitors, Vorinostat,
Trichostatin A, Panobinostat and Valproic acid to modify the gene expression of neoantigens by
regulation of epigenetic modification. By this treatment, gene expression of one neoantigen
increased to 1000 times. Trichostatin A induced gene expression of 12 neoantigens out of 18
neoantigens that lacked expression without treatment. These results indicate that the epigenetic
modification of neoantigen can be used for the potentiation of anti-tumor immunity.
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