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The coupling mechanism of translation and mRNA degradation regulated by RNA
binding protein in response to cell signals
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We show that ZFP36L1 represses translation initiation, and demonstrate that
this effect is independent of deadenylation mediated by the ARE. Strikingly, ZFP36L1-mediated
translation repression nevertheless requires interaction between ZFP36L1 and CNOT1. Moreover, the
elF4F complex remains bound to the mRNA even in the presence of ZFP36L1. These observations imply
that ZFP36L1-mediated repression of translation initiation differs fundamentally from the mechanism
used by miRISC. Moreover, we find that translational repression by ZFP36L1 is also independent of
4EHP, despite this being a key factor for translation repression by ZFP36L. Collectively, our
results highlight surprising diversity of regulatory mechanisms used by ARE-BPs and factors that
interact with the CCR4/NOT co-factor complex.
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