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Structural basis of splicing-dependent regulation for synaptogenesis
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We performed X-ray cr¥stallographic, uantitative interaction , and
synaptogenic analyses for LRRTM-Neurexin complex and SALM-PTPd complexes, those are cell-adhesion
complexes capable of regulating synaptogenesis. As a result, we elucidated the mechanism how
alternative splicing can regulate the interaction of these complexes. In addition, we revealed the
mechanism for selective binding of neurexin to LRRTM1 and LRRTM2 among four LRRTM members in human.
Moreover, we found the novel synaptogenic mechanism by SALM-PTP® complex, in which the dimerization
of SALM is crucial for synaptogenesis.
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