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Structural and Functional analyses of iron-sulfur clusters biogenesis systems
under the anaerobic conditions
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Iron-sulfur (Fe-S) clusters are protein co-factor that are known to have
extremely oxygen-labile nature. To elucidate the molecular mechanism involved in the Fe-S cluster
biogenesis, in this proposal we focus on its core protein complex. We have been determined the
crystal structure of the core complex, thereby the internal cavities were found. The mutagenesis in
vivo assay and structural analyses implied that this cavity is probably play a role for the
reservoir of iron and/or sulfur species for the de novo Fe-S cluster biosynthesis.
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