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CRISPR-Cas system serves as a prokaryotic adaptive immune system. In this
study, | determined the crystal structures of Csm2 and Csm3, the Cas proteins that constitute the
type I11-A CRISPR-Cas effector complex. | constructed the model structure of the whole effector
complex of the type 111-A, and revealed the function of the Csm2 protein in the complex. Further,
this study suggested the important role of Cmrl, one of the protein subunits of the type 111-B

CRISPR-Cas effector complex, in the 3

terminal processing of the pre-crRNA of the type 111

effectors. To elucidate the structural and functional roles of Cmrl in the 3' terminal processing
of the pre-crRNA, cryoEM analysis of the type I11-B CRISPR-Cas effector complexes are currently in

progress.
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