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The basic principles of RNA recognition mechanims of RNA modification enzymes
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The aim of this research is the clarifications of substrate RNA recognition
mechanisms of RNA modification enzymes. The findings have been reported as follows. (1) THUMP
domain, a RNA binding domain, binds to a single-stranded region of substrate RNA. In the cases of
tRNA modification enzymes, it often recognizes the CCA-terminus of tRNA. (2) The C-terminal domain
of thermostable TrmB, a tRNA methyltransferase, forms an S-adenosyl-L-methionine binding pocket and
a part of the domain contact with the substrate tRNA. (3) In the network between modified
nucleosides in tRNA and tRNA modification enzymes from extremetermophilic bacterium, TrmFO, a
folate-and FAD-dependent tRNA methyltrnasfearse supports the adaptation for low-temperatures.
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