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Study on the residual green alga-derived nucleomorphs in dinoflagellates
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Nucleomorphs (NMs) are relic endosymbiont nuclei so far found only in two
algal groups, cryptophytes and chlorarachniophytes, which have been studied extensively to model the
evolutionary process integrating an endosymbiont alga into be a host-governed plastid
(organellogenesis). To deepen our knowledge on organellogenesis, we need novel NM-bearing algae, we
here investigated the genome and transcriptome data of two previously undescribed dinoflagellates,
strains MGD and TGD, with green alga-derived plastids as well as the NMs. Our detailed analyses
revealed that the overall trend in gene transfer from the NM to host genome is common among the two
dinoflagellates investigated in this study, chlorarachniophytes and cryptophytes. Furthermore, DNA
transfer between the host and endosymbiont nuclei was found to be in progress in both MGD and TGD
systems.
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