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Genomics-based breeding strategy to develop Ceratocystis canker resistance lines
in fig (Ficus carica)

Shirasawa, Kenta
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We established an efficient breeding system for Ceratocystis canker
resistance lines in fig (Ficus carica). In this study, we determined high-quality genome sequences
of fig and F. erecta which is a donor plant of the resistance, constructed a high-density genetic
map based on single nucleotide polymorphism markers, and identified genetic loci for the resistance
and sex determinant. As a result, we developed DNA markers linked to the loci to select resistance
and female lines, which able to set bear fruits, in fig breeding programs. Through this study, we
found out candidate genes for the resistance and sex determinant from the genome information.
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