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Brome mosaic virus éBMV) cannot infect Arabdopsis thaliana due to RNA
silencing mediated by Dicer-like 2 and 4 and some strains of BMV are restricted their infection due
to additional unknown resistance mechanisms. Specific amino acid residues in the C-terminal region
of the 2a polymerase protein and high level accumulation of 3a movement protein are revealed to be
solutions to overcome such unknown multi-layered resistance in a non-host. In rice-BMV system, we
have identified a rice protein, RBM1, belonging to the class of coiled-coil, nucleotide-binding and
leucine-rich repeat domain proteins, which confers the resistance in rice against BW. Moreover,
GWAS analysis using World Rice Collection strongly suggests that an additional resistance gene
exists other than the RBM1 gene. RBM1 protein may initiate resistance against BMV by monitoring
plant factor(s) that interact with 3a movement protein as the avirulence factor.
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