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Genome editing is a new breeding technology that imparts useful traits by
deleting bases of targeted genes. In this study, we developed a genome editing technology of
Cryptomeria japonica using the CRISPR/Cas9 system and evaluated its efficiency. In addition, we
selected target genes for pollen-free C. japonica, and prepared C. japonica whose target genes were
edited. Furthermore, in order to make elite tree of C. japonica pollen-free, we constructed a
bioresource in which cells capable of plant regeneration by somatic embryogenesis were stored in
liquid nitrogen.
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