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Genetic investigation of a hereditary disorder in Japanese Black cattle
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The aim of this study is to identify the causative gene for micrognathia and
renal hypoplasia that occurs in Japanese Black cattle and to establish a genetic diagnostic method.
The chromosomal localization of the causative gene was determined by linkage analysis using a

pedigree including affected animals, and consequently a candidate gene was i1dentified. Since the
exact structure and nucleotide sequence of this gene were not clarified, we determined the
nucleotide sequence of this gene. Based on these information, we investigated whether there was a
causative mutation, but we could not identify the mutation that could affect the function of gene on
the exons. Then, we investigated other regions of this gene including introns and finally found
several nucleotide substitutions that could be specific to the affected animals
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