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Genetic and pathophysiologic analyses of type 2 diabetes mellitus in newly
established mouse model DDD-Ay

Suto, Jun-ichi

11,700,000
DDD-AyB 2 DDD-Ay
KK-Ay ob/ob 2
VS. DDD-Ay
10
ob/ob Ay
Ay
2
KK-Ay

DDD-Ay is a newly established mouse model for obese type 2 diabetes
mellitus. Diabetes mellitus in DDD-Ay mice is characterized by decreased circulating insulin level
as a consequence of beta-cell loss in the pancreatic islet. In this point, diabetes mellitus in
DDD-Ay mice is distinguished from other obese type 2 diabetes model mice, such as KK-Ay or ob/ob
mice. Severity of diabetes mellitus in DDD-Ay mice strongly depends on housing conditions (i.e.,
group housing versus individual housing). In this study, we aimed to identify gene causative of
diabetes mellitus in DDD-Ay mice and found ten candidate genes. In addition, we characterized the
environmental factors that influence the disease by analyzing changes in body weight and various
metabolic phenotypes chronologically.
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