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Characterization of mutation as a marker for carcinogenesis induced by oxidative
stress: identification of mutation hotspot
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To characterize mutations induced by oxidative stress, we analyzed the
mutants arisen in gpt delta mine (transgenic mice for detecting in vivo mutation) to which a model
oxidative stress inducer, potassium bromate, was orally administrated, resulting that G-to-T
transversion was induced on dG (deoxyguanosine) residue on a sequence of 5 -TGAA-5 of gpt gene in

the small intestine. We also observed that this dG was oxidized to 8-oxo-deoxyguanosine. In Msh2
(DNA mismatch repair enzyme)-deficient gpt delta mice, administration of potassium bromate induced
one base deletion and one base insertion of dA (deoxyadenosine) on dA-run sequences. These point
mutations are shown to be those characteristics to generation of oxidative stress.
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