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We isolated a transcript playing key role for developing anterior segment

of eyes. The transcription starts at the middle of exon coding known protein, so 1t was so
difficult to identify the expression due to its amount of expression and its transcription start
point. The protein coded by the short transcript is proved to be in gene edited mice eye harboring
tag-peptides, and to be important for iris, epithelium of cornea in their early developing stage.

The switching method using reverse transcriptase from M-MLV, mouse moloney leukemia virus, is very
effective method to identify 5 -end of transcript inhibiting concatemerizatio of switching oligo
RNA and maxmizing the switching efficiency.
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