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Analysis of bacterial effector proteins that negatively regulate the host
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Legionella is a bacterial pathogen that transports an extraordinary amount
of effector proteins into host eukaryotic cells to manipulate various cellular systems. We have
identified Legionella deubiquitinases (DUBs) as negative regulators of the host ubiquitin system.
LotA was found to have dual catalytic cysteine residues and to remove ubiquitin from bacterial
vacuoles in the infected cells. The DUB activity of LotA contributes intracellular bacterial growth
in conjunction with other bacterial ubiquitin ligases. We also identified another Legionella DUB and

its cellular target. These results demonstrate that Legionella possesses multiple approaches to
manipulate host ubiquitin systems for bacterial benefit.
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