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Establishment of novel cell cycle control method using DDS with nanomagnetic
composite molecule and application to cancer treatment

Morita, Keiichi
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We evaluated somatic mutations from 220 cases of oral squamous cell
carcinoma, genes carrying mutations included TP53 and CDKN2A in 79 (35.9%) and 35 (15.9%),
respectively. We identified significantly poorer prognosis in the TP53 mutation/receptor tyrosine
kinase amplification group, for which the cumulative 5-year survival rate was 41.6%. We evaluated
immunohistochemistry data , the survival rate of patients with high co-expression of both EGFR and
MET was very poor (22.0%). Moreover, we demonstrated that anticancer proteins can be delivered to
cells and tissues using magnetic nanogel chaperone (MC) composed of iron oxide nanoparticles and a
polysaccharide nanogel.
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