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Systematics and transmission ecology of novel liver flukes causing human illness
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A three-year joint research project in Ecuador, South America led to the
discovery of new endemic areas of the liver fluke belonging to the genus Amphimerus which is
responsible for infections among a large number of local residents. The study also identified
several freshwater fish species as important sources of human infection. Morphologic features and
genome sequencing required for the identification of this species were determined. In addition, the
whole mitochondrial DNA was sequenced and registered (GenBank Accession No. MK238505). Experimental
infection studies with the Amphimerus-metacercariae using hamster as the test animal featured the
pathological changes: the biliary mucosa became edematous and epithelial hyperplasia was way marked.

Fibrosis was prominent but the level of cirrhosis was not so severe. The liver fluke belonging to
the genus Fasciola and the lung fluke belonging to the genus Paragonimus were also studied.
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