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Validation of microbial safety in drinking water in the world by comparative
genomics of Vibrio cholerae
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We have collected Vibrio cholerae bacteria from the natural environment in

Vietnam and Japan and have used an epidemiological approach for comparative genomic analysis. In
Vietnam, we isolated 01 and 139 strains, but the frequency of the isolation was less than 5% and it
was almost impossible to obtain O1 and 139 strains. The strains isolated did not possess cholera
toxin gene. The genomic phylogenetic tree revealed that its genomic sequence is very different from
that of the clinical isolates. We also found that the dominant clones in environmental (river)
isolates in Japan differed from season to season. In addition, we also performed comparative genomic
analysis of cholera from "ayu" (Japanese) in Japan in the 1970s, and found that only two clones
were likely to be causative ones of Japanese fish, ayu, disease.
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