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Analysis of the molecular mechanisms of RNA-directed DNA methylation
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We conducted our research by focusing on how RNA-induced silencing complexes
(RISCs) mediate sequence specific DNA methylation in nuclei. Through in vitro binding assays, we
found that the plant cytoplasmic RISCs interact more tightly with RNAs than with DNAs, conversely,
the plant nuclear RISCs bind to DNAs with much higher affinity than to RNAs. Moreover, we obtained
novel insights into nuclear RISC assembly and template specificity of RNA-dependent RNA polymerase 6
(RDR6), which is known to be involved in de novo DNA methylation.
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