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Elucidation of the molecular mechanism of multi-specific substrate recognition
by the methyltransferase

Nakakido, Makoto
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In this study, we aimed to reveal the molecular mechanism how a
multi-specific enzyme recognizes its substrate. We selected SMYD2, a methyltransferase which has
methylation activity to a variety of substrates including histone and non-histone proteins, as a
model protein. We prepared SMYD2, its substrate p53, and several SMYD2 mutants with mutations on
amino acid residues that are supﬁosed to be involved in substrate recognition as recombinant protein

and conducted the analysis of the interaction between SMYD2 wild-type/mutants and p53. Though the

analyses, we quantitatively described the contribution of each amino acid residue on substrate
recognition.
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