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The amount of 1 - methylguanine increased by the reaction of ALKBH 6 knocked
down HelLa cells derived large RNA (>200 nt) and ALKBH6 silk recombinant protein. It was suggested

that ALKBH6 and mRNA may form a complex, and was found that ALKBH6 may target mRNA and affect gene
expression.

In addition, ALKBH6 expression was markedly increased in clear cell renal cell carcinoma (ccRCC),
and ALKBH6 knockdown experiment using ccRCC cell line showed a decrease in proliferation, migration
and invasion ability. Suggesting that ALKBH6 may contribute to exacerbation of ccRCC cells.
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