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In order to identify the novel long non-coding RNAs (LncRNAs) which are
important in the immunosuppressive function of regulatory T cell (Treg), LncRNAs, which are highly
expressed in Treg and bound to Foxp3, were comprehensively analyzed by next generation sequencer. As

a result, 37 novel LncRNAs were identified as candidates for Treg-specific functional LncRNA.
Furthermore, we found a LncRNA which control the expression of Treg signature gene by the knock-down
experiment using antisense oligonucleotides. In addition, we also identified the transcription
factor X as a co-factor of Satbl, which is an essential factor for the development of Treg in the
thymus, and found that RNA is necessary for the interaction between Satbl and transcription factor

X.
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