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Utility of exosomal RNA in liquid biopsy for oral cancer

HAMAKAWA, Tomohiro

2,300,000

4 HSC2 KT-T
KT-N PIK3CA H1047R KT-N HRAS Q61R SNP
exosomal RNA

exosomal RNA PCR
PIK3CA HRAS Oncogenic

I performed next-generation sequence analysis using four kinds of oral
squamous cell carcinoma cells and found the somatic mutation of HRAS Q61R in KT-N cells, the mutaion
of PIK3CA H1047R in HSC2, KT-T, KT-N cells. | could detect similar somatic mutations in exosomal
RNA derived from these cells by SNP genotyping assay and confirmed similar results from the exosomal
RNA which I extracted from the serum of the tumor bearing nude mouse. In addition, even the digital
PCR method was able to detect similar somatic mutations. As for the case to accept the Oncogenic
somatic mutations including PIK3CA and HRAS, it was rare though | performed similar analysis using a
tumor tissue of the oral squamous cell carcinoma patient.
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