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Development of prediction model for cardiovascular diseases and novel
therapeutic methods
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DNA was extracted from patients with lifestyle-related diseases visiting our
hospital, and DNA analysis was performed with a next-generation sequencer. It was suggested that,
even in general lifestyle-related diseases, these genetic variations are associated with
cardiovascular risk and explain at least a part of the residual risk of cardiovascular diseases. Our
exome analysis identified a case with a gene mutation that were not previously reported to be
associated with cardiovascular disease. Functional analysis confirmed a decrease in enzyme activity
of the gene product.
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