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We performed comﬁrehensive analysis of transcriptome of the liver obtained
from Japanese NASH (non- alcohollc steatohepatitis) subjects.

Unsupervised two-way cluster analyses revealed that genes with similar function, such as
inflammation, lipid metabolism, cell profanation or fibrosis, constituted co-regulated gene
clusters, which were quite compatible with “ multiple parallel hits hypothesis” of NASH
development. We analyzed mechanisms of transcriptional regulation of two interesting genes, AKR1B10
and a novel member of the same family AKR1B15, using human HuH7 cells, and found specific upstream
signals for each gene, suggesting complex pathophysiology of NASH.
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