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Development of tagged protein imaging during translation and folding steps by
using genome editing
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In this project, a method to observe processes of protein translation,
folding, and translocation was developed using our tag-probe system. Membrane receptor and histone
protein were chosen as targets and their fusion with fluorescent protein were expressed in cells.
Expression and localization of target proteins were observed by fluorescent microscopy. To introduce

tag gene after starting codon, guide RNA was designed and genome editing by CRISPR-Cas9 was
performed. We have established a method to select cells with drug-resistant marker to increase
editing efficiency. The method can widely applied to introduce various gene to genome.
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