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A better understanding of p53 network for cancer therapy
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p53 is one of the most important tumor suppressor genes. Thus, understanding
p53 network is an important issue. In this study, we identified BRMSIL and ARVCF as novel
p53-target genes. Functional analysis showed that ectopic expression of BRMSIL inhibited cancer cell

invasion and migration; knockdown of BRMS1L by siRNA induced the opposite effects. Importantly,

clinical databases revealed that reduced BRMS1L expression correlated with poor prognosis in
patients with breast and brain cancer. We found that BRMS1L is one of the mediators downstream of
the p53 pathway, such as p2l activation and survivin suppression. We also revealed the knockdown of
ARVCF inhibited p53-induced apoptosis. Our results suggest that p53-induced ARVCF indirectly, but
not directly, regulates p53 target selectivity through splicing alterations of specific genes. Our
study indicates that BRMS1L and ARVCF are involved in tumor suppression, and could be therapeutic

targets for human cancer.
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