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Secretome profiling of single cancer cells
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Heterogeneity of cancerous cell is considered to be important to understand
tumor development, and hence single cell analysis is spotlighted. Although many researches achieved
single cell analysis focused on intracellular DNA/RNA, secretome analysis of single cell is
uncharted territory. ldentification of secreted proteins derived from single cell will not only
reveal influence of specific cancer cell on its surrounding cells, but contribute prognostic
prediction and discovery of new tumor marker. In this study, we developed novel platform for
detection of secreted protein derived from single cell. Using microdevice to capture unique
proteins, visualization of secreted protein derived from single cell was achieved.
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