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Mechanism of graft versus leukemia effect and its application to adoptive
immunotherapy
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Recently, immunologic significance of stem cell memory (SCM) T-cell subset

has been increasingly recognized, especially as original cell source for adoptive T-cell therapy. To
comprehensively elucidate TCR clonotypes of SCM T-cells, we performed ultra-in-depth analysis of
cytomegalovirus (CMV)-specific TCR repertoire in various functional T-cell subsets using next
generation sequencing (NGS) and single cell cloning of TCRs. CMV pp65-specific T-cells in
circulating blood of healthy donors were extremely oligoclonal and most of the dominant TCRs had
higher affinity to pp65-tetramer. Intriguingly, these dominant CMV-specific TCR clonotypes were
highly shared among different individuals and were also present in CMV-seronegative donors. Notably,
TCR diversity of SCM T-cells was si?nificantly lower than that of CM and EM T-cell repertoire.
These results suggest that SCM T-cell subset functions as a reservoir of highly-shared and
highly-functional memory T-cells.
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n=20,r=6  n=number of T cell clones , r = number of clonotypes
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