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Elucidation of the mechanism of resistance to proteasome inhibitors and search
for novel molecular targets to overcome resistance
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This study aimed to elucidate the mechanism of dru? resistance of proteasome
inhibitors at the clinical level using the samples, including myeloma cells and peripheral blood
serum: small RNA, collected before and after the administration of proteasome inhibitors in myeloma
patients. As a result, several serum microRNAs sensitive to the proteasome inhibitor treatment were
identified. In addition, several gene mutations related to the acquired resistance of the proteasome
inhibitor could be identified. Finally, a common gene showing an alterated expression level after

the drug resistance was not identified.
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