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Development of a method to directly introduce a chemically modified DNA cassette
into the target region of a genome
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It is already known that the epigenetic state of a genome is influenced by

the epigenetic state of the adjoining region. We developed a novel method to directly introduce a
modified DNA cassette into the genome and analyze the influence on its epigenetic state. The foreign
gene or chemically modified DNA cassette was effectively introduced into mouse genome by Dual RMCE
(recombinase-mediated cassette exchange) using both VCre/VIoxP and SCre/SloxP systems. The molecular
bar code in the introduced DNA cassette could distinguish the state of each cell by NGS (next
generation sequencing) analysis. Moreover, we established VCre- or SCre-expressing mice and their
corresponding reporter mice for further analysis using this method.
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