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Is central area of Vietnam a new center of genetic diversity for genus Camellia?
Evaluate genetic diversity and attempt for conservation.
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In Genus Camellia, more than 250 species distribute in East and South-East

Asia. But in Vietnam, number of species and its distribution were unclear because of war for a long
time. By our 3 times explorations, 62 species, 598 individuals of wild Camellia were found and
recorded from all over Vietnam. Among these accessions, 25 species, 29 populations originated from
Southern area were analyzed using 13 SSR markers. Each population showed high genetic diversity,
low allelic richness and thought to be highly homozygous. Result of AMOVA analysis indicated genetic
differentiation among populations. Results of STRUCTURE analysis did not support the traditional
taxonomic system. But some morphological traits in flower and leaf showed correlation with expected
ancestral poEUIation. Thus these characteristics could be a key for species identification. More
than 30 % of habitats are facing to the risk of environmental destruction, therefore conservation is
urgently required.
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