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Development of simulation model to regenerate spatial genetic structure
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As a way to select protected areas that take genetic diversity into account
in situations where there is insufficient genetic information, we tested the effectiveness of the
method using environmental and geographic variables as alternative indicators. We used actual
measurements of Japanese plant genetic structures collected from the literature for the test. We
compared genetic diversities in the selected protection areas between those selected to directly
maximized genetic diversity and those selected to cover as wide a range of temperatures,
precipitation, and geographic locations as possible. When the target size of the protected areas is
relatively large, we found that the genetic diversities are similarly high in both cases for most
species, suggesting that the alternative indicators are effective. We also tested other methods for
taking genetic diversity into account, including typing of genetic structures and reproducing

genetic structures by numerical simulations.
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