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In order to provide insight into the encapsulation mechanism of guest
proteins into the internal cavity of the bacterial nanocompartment, the crystal structure of
encapsulin from Rhodococcus erythropolis N771 was determined at 3.3 A resolution by an X-ray
diffraction method. The structure of estimated recognition site in Rhodococcus erythropolis N771
encapsulin subunit is quite similar to that of Thermotoga maritima. Since the mutations of Phe27,
Lys28 and Arg34 in this site results in the significant reduction of encapsulation, it was suggested

that these amino acids were interacted with the target sequence fused to the C-terminus of the
guest protein.
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