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Aconitase X (AcnX), one of seven subfamilies in aconitase superfamily, shows
no homologous reaction to known aconitase enzymes. Alternatively, | previously found that AcnX
protein catalyzes the dehydration of cis-3-hydroxy-L-proline (C3LHyp). Therefore, in this study, I
attempted to estimate the binding mechanism of iron, and physiological role(s). As results, ESR,
site-directed mutagenic, and X-ray crystallographic studies revealed an unique iron coordination in
the active center. Furthermore, characterization of other type of AcnX with different tertiary
gtructgre revealed that this enzyme is surely involved in C3LHyp metabolism of C3LHyp assimilating
acteria.
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