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We investigated the subcellular localization and the potential regulation of
heme oxygenase-1 (HO-1) by post-translational modifications. 1) An in silico analysis of the human
HO-1 protein predicts a number of potential sites for post-translational modifications. 2) LPS and
cadmium treatment of isolated murine peritoneal macrophages resulted in HO-1 translocation to
caveolae. 3) Heme and hypoxia treatment of NIH313 and HCT116 resulted in HO-1 translocation to
nuclei. 4) Co-PPX treatment of rat renal cell resulted in HO-1 translocation to mitochondria. 5)
Nuclear HO-1 revealed two acetylation sites located at Lys243 and Lys256. 6) The acetylation is

crucial for nuclear HO-1-enhanced tumor progression in vitro.
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