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Analysis of spatiotemporal regulation of membrane traffic mediated by COPII
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Molecular mechanisms of COPII vesicle formation and its spatiotemporal
regulation were analyzed, and the serine/threonine protein phosphatase2A was identified as a
regulator of this reaction. Hyperphosphorylated form of Sec24 subunit was observed in the absence of
this phosphatase, and this hyperphosphorylated Sec24 reduces its binding affinity to the ER
membrane. Furthermore, Secl6 is shown to be incorporated within the COPIl-cargo clusters, and that

this is dependent on the Sarl GTPase cycle.
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